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SEQUENCE LISTING 

<110> Johnson, Jason 

Garrett-Engle, Phillip 
Kan, Zhengyan 

<120> IKBKG 

<130> RO 3-011-208 PV 

<150> US 06/452,293 
<151> . 2003-03-04 

<1 60> 25 

<170> Patentln version 3.2 

< 210 > 1 

<2 1 1> 40 

<2 1 2> DNA 

<213> Homo sapiens 

<400> 1 

tgccaggctc tggagggtcgg aggaagctgg cccagttgc 40 

< 210 > 2 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 2 

acctgaagag atgccagcag gaggaagctg gcccagttgc 40 

<210> 3 

<211> 40 

<2 12> DNA 

<213> Homo sapiens 

<4 00> 3 

ggagaatcaa gagctccgag ggaatgcagc tggaagatct 40 



<210> 4 

<211> 1104 

<212> DNA 
<213> Homo sapiens 

<4 00> 4 

atgaataggc acctctggaa gagccaactg tgtgagatgg tgcagcccag tggtggcccg 60 

gcagcagatc aggacgtact gggcgaagag tctcctctgg ggaagccagc catgctgcac 120 

ctgccttcag aacagggcgc tcctgagacc ctccagcgct gcctggagga gaatcaagag 180 



-1 - 




240 



ctccgagatg ccatccggca gagcaaccag attctgcggg agcgctgcga ggagcttctg 
catttccaag ccagccagag ggaggagaag gagttcctca tgtgcaagtt ccaggaggcc 300 

aggaaactgg tggagagact cggcctggag aagctcgatc tgaagaggca gaaggagcag 360 

gctctgcggg aggtggagca cctgaagaga tgccagcagc agatggctga ggacaaggcc 420 

tctgtgaaag cccaggtgac gtccttgctc ggggagctgc aggagagcca gagtcgcttg 480 

gaggctgcca ctaaggaatg ccaggctctg gagggtcgga ggaagctggc ccagttgcag 540 

gtggcctatc accagctctt ccaagaatac gacaaccaca tcaagagcag cgtggtgggc 600 

agtgagcgga agcgaggaat gcagctggaa gatctcaaac agcagctcca gcaggccgag 660 

gaggccctgg tggccaaaca ggaggtgatc gataagctga aggaggaggc cgagcagcac 720 

aagattgtga tggagaccgt tccggtgctg aaggcccagg cggatatcta caaggcggac 780 

ttccaggctg agaggcaggc ccgggagaag ctggccgaga agaaggagct cctgcaggag 840 

cagctggagc agctgcagag ggagtacagc aaactgaagg ccagctgtca ggagtcggcc 900 

aggatcgagg acatgaggaa gcggcatgtc gaggtctccc aggccccctt gccccccgcc 960 

cctgcctacc tctcctctcc cctggccctg cccagccaga ggaggagccc ccccgaggag 1020 

ccacctgact tctgctgtcc caagtgccag tatcaggccc ctgatatgga caccctgcag 1080 

atacatgtca tggagtgcat tgag 1104 

<210> 5 

<211> 368 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Asn Arg His Leu Trp Lys Ser Gin Leu Cys Glu Met Val Gin Pro 
15 10 15 

Ser Gly Gly Pro Ala Ala Asp Gin Asp Val Leu Gly Glu Glu Ser Pro 
20 25 30 

Leu Gly Lys Pro Ala Met Leu His Leu Pro Ser Glu Gin Gly Ala Pro 
35 40 45 

Glu Thr Leu Gin Arg Cys Leu Glu Glu Asn Gin Glu Leu Arg Asp Ala 
50 55 60 

lie Arg Gin Ser Asn Gin He Leu Arg Glu Arg Cys Glu Glu Leu Leu 
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65 



70 



75 



80 



His Phe Gin Ala Ser Gin Arg Glu Glu Lys Glu Phe Leu Met Cys Lys 
85 90 95 



Phe Gin Glu Ala Arg Lys Leu Val Glu Arg Leu Gly Leu Glu Lys Leu 
100 105 110 



Asp Leu Lys Arg Gin Lys Glu Gin Ala Leu Arg Glu Val Glu His Leu 
115 120 125 



Lys Arg Cys Gin Gin Gin Met Ala Glu Asp Lys Ala Ser Val Lys Ala 
130 135 140 



Gin Val Thr Ser Leu Leu Gly Glu Leu Gin Glu Ser Gin Ser Arg Leu 
145 150 155 160 



Glu Ala Ala Thr Lys Glu Cys Gin Ala Leu Glu Gly Arg Arg Lys Leu 
165 170 175 



Ala Gin Leu Gin Val Ala Tyr His Gin Leu Phe Gin Glu Tyr Asp Asn 
180 185 190 



His lie Lys Ser Ser Val Val Gly Ser Glu Arg Lys Arg Gly Met Gin 
195 200 205 



Leu Glu Asp Leu Lys Gin Gin Leu Gin Gin Ala Glu Glu Ala Leu Val 
210 215 220 



Ala Lys Gin Glu Val lie Asp Lys Leu Lys Glu Glu Ala Glu Gin His 
225 230 235 240 



Lys lie Val Met Glu Thr Val Pro Val Leu Lys Ala Gin Ala Asp He 
245 250 255 



Tyr Lys Ala Asp Phe Gin Ala Glu Arg Gin Ala Arg Glu Lys Leu Ala 
260 265 270 



Glu Lys Lys Glu Leu Leu Gin Glu Gin Leu Glu Gin Leu Gin Arg Glu 
275 280 285 



Tyr Ser Lys Leu Lys Ala Ser Cys Gin Glu Ser Ala Arg lie Glu Asp 
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290 



295 



300 



Met Arg Lys Arg His Val Glu Val Ser Gin Ala Pro Leu Pro Pro Ala 
305 310 315 320 



Pro Ala Tyr Leu Ser Ser Pro Leu Ala Leu Pro Ser Gin Arg Arg Ser 
325 330 335 



Pro Pro Glu Glu Pro Pro Asp Phe Cys Cys Pro Lys Cys Gin Tyr Gin 
340 345 350 



Ala Pro Asp Met Asp Thr Leu Gin lie His Val Met Glu Cys lie Glu 
355 360 365 



< 210 > 6 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<4 00> 6 



atgaataggc 


acctctggaa 


gagccaactg 


tgtgagatgg 


tgcagcccag 


tggtggcccg 


60 


gcagcagatc 


aggacgtact 


gggcgaagag 


tctcctctgg 


ggaagccagc 


catgctgcac 


120 


ctgccttcag 


aacagggcgc 


tcctgagacc 


ctccagcgct 


gcctggagga 


gaatcaagag 


180 


ctccgagatg 


ccatccggca 


gagcaaccag 


attctgcggg 


agcgctgcga 


ggagcttctg 


240 


catttccaag 


ccagccagag 


ggaggagaag 


gagttcctca 


tgtgcaagtt 


ccaggaggcc 


300 


aggaaactgg 


tggagagact 


cggcctggag 


aagctcgatc 


tgaagaggca 


gaaggagcag 


360 


gctctgcggg 


a 9 gtggagca 


cctgaagaga 


tgccagcagg 


aggaagctgg 


cccagttgca 


420 


ggtggcctat 


caccagctct 


tccaagaata 


cgacaaccac 


atcaagagca 


gcgtggtggg 


480 



cag 483 



<210> 7 

<211> 161 

<212> PRT 

<213> Homo sapiens 

<4 00> 7 

Met Asn Arg His Leu Trp Lys Ser Gin Leu Cys Glu Met Val Gin Pro 
1 5 10 15 



Ser Gly Gly Pro Ala Ala Asp Gin Asp Val Leu Gly Glu Glu Ser Pro 
20 25 30 
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Leu Gly Lys Pro Ala Met Leu His Leu Pro Ser Glu Gin Gly Ala Pro 
35 40 45 



Glu Thr Leu Gin Arg Cys Leu Glu Glu Asn Gin Glu Leu Arg Asp Ala 
50 55 60 



lie Arg Gin Ser Asn Gin lie Leu Arg Glu Arg Cys Glu Glu Leu Leu 
65 70 75 80 



His Phe Gin Ala Ser Gin Arg Glu Glu Lys Glu Phe Leu Met Cys Lys 
85 90 95 



Phe Gin Glu Ala Arg Lys Leu Val Glu Arg Leu Gly Leu Glu Lys Leu 
100 105 110 



Asp Leu Lys Arg Gin Lys Glu Gin Ala Leu Arg Glu Val Glu His Leu 
115 120 125 



Lys Arg Cys Gin Gin Glu Glu Ala Gly Pro Val Ala Gly Gly Leu Ser 
130 135 140 



Pro Ala Leu Pro Arg lie Arg Gin Pro His Gin Glu Gin Arg Gly Gly 
145 150 155 160 



Gin 



<210> 8 

<211> 486 

<212> DNA 

<213> Homo sapiens 

<4 00> 8 

atgcagctgg aagatctcaa acagcagctc cagcaggccg aggaggccct ggtggccaaa 60 

caggaggtga tcgataagct gaaggaggag gccgagcagc acaagattgt gatggagacc 120 

gttccggtgc tgaaggccca ggcggatatc tacaaggcgg acttccaggc tgagaggcag 180 

gcccgggaga agctggccga gaagaaggag ctcctgcagg agcagctgga gcagctgcag 240 

agggagtaca gcaaactgaa ggccagctgt caggagtcgg ccaggatcga ggacatgagg 300 

aagcggcatg tcgaggtctc ccaggccccc ttgccccccg cccctgccta cctctcctct 360 



- 5 - 




cccctggccc tgcccagcca gaggaggagc ccccccgagg agccacctga cttctgctgt 
cccaagtgcc agtatcaggc ccctgatatg gacaccctgc agatacatgt catggagtgc 
attgag 



<210> 


9 


<211> 


162 


<212> 


PRT 


<213> 


Homo sapiens 


<4 00> 


9 



Met 


Gin 


Leu 


Glu 


Asp 


Leu 


Lys 


Gin 


Gin 


Leu 


Gin 


Gin 


Ala 


Glu 


Glu 


Ala 


1 








5 










10 










15 




Leu 


Val 


Ala 


Lys 


Gin 


Glu 


Val 


He 


Asp 


Lys 


Leu 


Lys 


Glu 


Glu 


Ala 


Glu 








20 










25 










30 






Gin 


His 


Lys 


lie 


Val 


Met 


Glu 


Thr 


Val 


Pro 


Val 


Leu 


Lys 


Ala 


Gin 


Ala 






35 










40 










45 








Asp 


lie 


Tyr 


Lys 


Ala 


Asp 


Phe 


Gin 


Ala 


Glu 


Arg 


Gin 


Ala 


Arg 


Glu 


Lys 




50 










55 










60 










Leu 


Ala 


Glu 


Lys 


Lys 


Glu 


Leu 


Leu 


Gin 


Glu 


Gin 


Leu 


Glu 


Gin 


Leu 


Gin 


65 










70 










75 










80 


Arg 


Glu 


Tyr 


Ser 


Lys 


Leu 


Lys 


Ala 


Ser 


Cys 


Gin 


Glu 


Ser 


Ala 


Arg 


lie 










85 










90 










95 




Glu 


Asp 


Met 


Arg 


Lys 


Arg 


His 


Val 


Glu 


Val 


Ser 


Gin 


Ala 


Pro 


Leu 


Pro 








100 










105 










110 






Pro 


Ala 


Pro 


Ala 


Tyr 


Leu 


Ser 


Ser 


Pro 


Leu 


Ala 


Leu 


Pro 


Ser 


Gin 


Arg 






115 










120 










125 






Arg 


Ser 


Pro 


Pro 


Glu 


Glu 


Pro 


Pro 


Asp 


Phe 


Cys 


Cys 


Pro 


Lys 


Cys 


Gin 




130 










135 










140 










Tyr 


Gin 


Ala 


Pro 


Asp 


Met 


Asp 


Thr 


Leu 


Gin 


lie 


His 


Val 


Met 


Glu 


Cys 


145 










150 










155 










160 



lie Glu 



420 

480 

486 
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< 210 > 10 

<211> 264 

<212> DNA 

<213> Homo sapiens 

<400> 10 



atgaataggc 


acctctggaa 


gagccaactg 


tgtgagatgg 


tgcagcccag 


tggtggcccg 


60 


gcagcagatc 


aggacgtact 


gggcgaagag 


tctcctctgg 


ggaagccagc 


catgctgcac 


120 


ctgccttcag 


aacagggcgc 


tcctgagacc 


ctccagcgct 


gcctggagga 


gaatcaagag 


180 


ctccgaggga 


atgcagctgg 


aagatctcaa 


acagcagctc 


cagcaggccg 


aggaggccct 


240 


ggtggccaaa 


caggaggtga 


tcga 








264 



< 2 10 > 11 

< 211 > 88 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Asn Arg His Leu Trp Lys Ser Gin Leu Cys Glu Met Val Gin Pro 
15 10 15 



Ser Gly Gly Pro Ala Ala Asp Gin Asp Val Leu Gly Glu Glu Ser Pro 
20 25 30 



Leu Gly Lys Pro Ala Met Leu His Leu Pro Ser Glu Gin Gly Ala Pro 
35 40 45 



Glu Thr Leu Gin Arg Cys Leu Glu Glu Asn Gin Glu Leu Arg Gly Asn 
50 55 60 



Ala Ala Gly Arg Ser Gin Thr Ala Ala Pro Ala Gly Arg Gly Gly Pro 
65 70 75 80 



Gly Gly Gin Thr Gly Gly Asp Arg 
85 



< 210 > 12 

< 211 > 20 

<2 12> DNA 

<213> Homo sapiens 

<4 00> 12 

tggagggtcg gaggaagctg 20 
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<2 10> 


13 


<2 11> 


20 


<2 12> 


DNA 


<213> 


Homo sapiens 


<4 00> 


13 


atgccagcag gaggaagctg 



<210> 


14 






<211> 


20 






<212> 


DNA 






<213> 


Homo 


sapiens 




<400> 


14 






gagctccgag « 


ggaatgcagc 




<210> 


15 


' 




<211> 


10 






<212> 


PRT 






<213> 


Homo 


sapiens 




<400> 


15 






Gin Ala Leu 


Glu Gly Arg Arg Lys 


Leu Ala 


1 




5 


10 



<210> 


16 






<211> 


10 






<2 12> 


PRT 






<213> 


Homo 


sapiens 




<4 00> 


16 






Lys Arg 


Cys 


Gin Gin Glu Glu Ala 


Gly Pro 


1 




5 


10 



<210> 


17 






<211> 


10 






<212> 


PRT 






<213> 


Homo 


sapiens 




<400> 


17 






Met Gin 


Leu 


Glu Asp 


Leu Lys Gin Gin Leu 


1 




5 


10 



<2 10> 


18 


<2 11> 


10 


<2 12> 


PRT 


<213> 


Homo sapiens 



20 



20 
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<400> 18 



Asn Gin Glu Leu Arg Gly Asn Ala Ala Gly 
1 5 ,10 



<210> 19 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 19 

tgttggatga ataggcacct ctggaaga 28 



< 210 > 20 
<21 1> 28 
<212> DNA 
<213> Homo sapiens 

<4 00> 20 

ttcagcttat cgatcacctc ctgtttgg 28 



< 210 > 21 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<4 00> 21 

atgaataggc acctctggaa gagccaac 28 



< 210 > 22 

<21 1> 27 

<212> DNA 

<213> Homo sapiens 

<4 00> 22 

atgcagctgg aagatctcaa acagcag 27 



<210> 23 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ctactcaatg cactccatga catgtat 27 



<210> 


24 


<211> 


27 


<212> 


DNA 


<213> 


Homo sapiens 


<4 00> 


24 
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tcactgccca ccacgctgct cttgatg 



27 



<2 10> 25 

<2 11> 27 

<2 12> DNA 

<213> Homo sapiens 

<4 00> 25 

ttatcgatca cctcctgttt ggccacc 27 
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